Images are produced by maximum intensity projection from 21 Z-stack images and merged from multiple images. Bar = 250 μm. 
Root hair length ( Different letters indicate means that differ significantly (Turkey-Kramer test, P < 0.05). The promoter-luciferase assay in Arabidopsis MM2D culture cells. Data are mean ± SD (n = 3).
Asterisks indicate a significant difference compared to vector control (Student' s t-test, ** P < 0.01). 
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Effector Reporter ** ** Error bars represent SEM (n = 10 simulations). Asterisks denote parameters that have a significantly higher total Sobol index (Wilcoxon with Steel-Dwass, α = 0.05).
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Simulation of pEXP7:GTL1-GFP, k2 = 80 Development 145: doi:10.1242/dev.159707: Supplementary information Precision of network given a different maximum number of edges. The threshold was used to select the maximum number of edges. The threshold with the highest precision was used in the gene regulatory network pipeline. Table S1 . A list of genes transcriptionally regulated by GTL1 and DF1 in Arabidopsis root hairs Table S2 . A list of genes directly bound by GTL1 and DF1 in Arabidopsis roots Click here to Download Table S1 Click here to Download 
